Association of metabolic syndrome components with the genotypes of the С825Т polymorphism in the g protein β3-subunit gene (GNB3).
Introduction: All components of the metabolic syndrome (MS) are the risk factors for the cardiovascular diseases, and their combination a great deal accelerates and complicates development of the diseases. Phenotypic expression of MS depends on the interaction of genetic and environmental factors. The aim: The aim is to study the association of metabolic syndrome components with the genotypes of the C825T polymorphism in the GNB3 gene, which allows predicting the risks and determining individual lifestyle and treatment program for the future. Materials and methods: The patients were analyzed for anthropomorphic data and abdominal obesity. Presence of MS criteria was assessed in the patients in accordance with the consensus of International Diabetes Federation (2009). Hypertension diagnosis is based on the recommendations of adapted Clinical Practice Guidelines "Arterial Hypertension" (2012). The study of the С825Т polymorphism in the G protein β3-subunit gene was conducted at molecular-genetic research laboratory of Sumy State University with subsequent analysis of restriction fragment length polymorphism. The data were statistically processed using SPSS Statistics 21.0 program on PC. Results: T-allele carriers had 1.6 times higher risk of obesity than C-allele homozygotes ( р=0.034). Т825Т genotype carriers were 2.7 times higher risk of hypertension compared the carriers of С825С genotype of the С825Т polymorphism of the GNB3 gene ( р = 0.002). The risk of increased LDL cholesterol level in the minor allele carriers is 3.9 times higher than that in the major allele carriers. ( р = 0.002). Conclusions: The results of our study concerning the association of the minor allele and T825 + C825T genotypes with the risk of components of the MS.